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HpDef-1 visionCATS

Analysis: HpDef-1

Path: Home/YL Research
Based on method: Triplets Method

Created 01-Jun-2019 15:06:25 visionCATSuser
Modified 01-Jun-2019 16:51:24 visionCATSuser
Last HPTLC log 01-Jun-2019 16:51:24 Analysis modified

Explorer notes

Track Vial ID Description Volume Position Type
1 MeOH blank MeOH Blank 2.0 ul Al Sample
2 Mixture 100 Mixture 500ng 5.0 ul A2 Sample
3 9-THC 100 D9-THC 500ng 5.0 pl A3 Reference
4 CBD 100 CBD 500ng 5.0 pl A4 Reference
5 CBN 100 CBN 500ng 5.0 pl A5 Reference
6 CBG 100 CBG 500ng 5.0 pl A6 Reference
7 CBC 100 CBC 500ng 5.0 pl A7 Reference
8 THCV 100 THCV 500ng 5.0 pl A8 Reference
9 CBDV 100 CBDV 500ng 5.0 pl A9 Reference
10 8-THC 100 D8-THC 500ng 5.0 pl A10 Reference
11 THCA-A 100 THCA-A 500ng 5.0 pl All Reference
12 CBDA 100 CBDA 500ng 5.0 pl B1 Reference
13 CBGA 100 CBGA 500ng 5.0 pl B2 Reference
14 Mixture 100 Mixture 500ng 5.0 ul A2 Sample
15 MeOH blank MeOH Blank 2.0 ul Al Sample

Sequence table notes

A track marked with /4 means: the application type is overridden in some evaluation(s).

System setup:

Software Server User-PC, version 2.5.18072.1
ATS4 S/N:080713

Chamber N/A

Derivatization dip N/A

Scanner3 S/N:031025

Visualizer S/N:230515

Chromatography

Plate layout:

Stationary phase Merck, HPTLC plates silica gel 60 F 254

Plate format 200.0 x 100.0 mm

Application type User

Application Position Y: 10.0 mm, length: 8.0 mm, width: 0.0 mm
Track First position X: 20.0 mm, distance: 11.4 mm
Solvent front position 70.0 mm

Notes

Take image clean plate 1a - Visualizer (S/N: 230515):
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auto capture, Auto, level 85 %, Band
auto capture, Auto, level 85 %, Band

Instrument diagnostics  Valid diagnostics

Application 1 - ATS 4 (S/N: 080713):

Spraygas NI
Sample solvent type  Methanol
Filing speed  15ys
Predosage volume 200 nl
Retraction volume 200 nl
Dosagespeed 150 nl/s
Filing quality " User
Rinsing cycles / vacuum ~ 1/4s
Filing cycles / vacuum  1/4s
Rinsing solvent name  Methanol
Nozzle temperature  Unheated
Rackinuse ~ Standard
Instrument diagnostics  Valid diagnostics

Development 1 - Chamber:
Tank  TTC20x10
Mobile phase

Saturation time 20 min

Use saturation pad ~ true

Use smartALERT ~ false

Volume front through 10 ml

Volume rear through 20 ml

Drying time 5 min

Drying temperature  Room temperature

Take image developed plate 1a - Visualizer (S/N: 230515):
Qualty ~ Enhanced

auto capture, Auto, level 85 %, Band
auto capture, Auto, level 85 %, Band
auto capture, Auto, level 85 %, Band
Valid diagnostics

Scan developed plate 1b - Scanner 3 (S/N: 031025):
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Scannertype ~ Single A
Optimization for ~ Resolution
Measurement mode  Absorption

Fiter ~— n/a
Detector mode  Automatic
Scanning speed 20 mm/s

Data resolution 100 um/step

Sit ~ 5x0.2mm, micro
Partiallscan ~ No

lLlamp  Deuterium & Tungsten
Wavelength(s) 254 nm

Instrument diagnostics  Valid diagnostics

Derivatization 1 - dip:

Reagentname ~ Fast Blue B salt
Dipping speed 3

Dippingtime 55

[Reagent preparation  1g Fast Blue B salt in 200mL water
Heating ~ none

Notes ~ Airdry for 5 minutes

Take image derivatized plate 1a - Visualizer (S/N: 230515):
Quality ~ Enhanced

auto capture, Auto, level 85 %, Band
auto capture, Auto, level 85 %, Band

Instrument diagnostics  Valid diagnostics

System suitability tests:

SST settings:

Data acquisition

Application 1 - ATS 4 (S/N: 080713):
[Executed 01-Jun-2019 15:10:51 visionCATSuser

Development 1 - Chamber:
[Executed 01-Jun-2019 15:43:03 visionCATSuser

Take image developed plate 1a - Visualizer (S/N: 230515):
[Executed 01-Jun-2019 16:28:22 visionCATSuser
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RT White Developed, RemTransVis
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0.9 0.9
0.8 0.8
0.7 0.7
0.6 0.6
0.5 0.5
0.4 0.4
0.3 0.3
0.2 0.2
0.1 0.1
[Exposure 0,085 s
Contrast 1
[Normalized exposure " Disabled
Clarify  Disabled
[White balance T 1.00, 1.00, 1.00
R 254 Developed, Remission254

_02805

IWhite balance " 1,00, 1.00, 1.00
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R 366 Developed, Remission366

Mixture 100
Mixture 500ng
9-THC 100
D9-THC 500ng
CBD 500ng
CBN 500ng
CBG 500ng
CBC 500ng
THCV 500ng
CBDV 100
CBDV 500ng
8-THC 100
D8-THC 500ng
THCA-A 100
THCA-A 500ng
CBDA 100
CBDA 500ng
CBGA 100
CBGA 500ng
Mixture 100
Mixture 500ng
MeOH blank
MeOH Blank

X X
c C
i
om
2 of
SRS}
[T)
=i

CBD 100
CBG 100
CBC 100
THCV 100

Scan developed plate 1b - Scanner 3 (S/N: 031025):

[Executed " 01-Jun-2019 16:31:14 visionCATSuser

0.180

0.170

AU

0.160

0.150

0.140
0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
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Type  SingleA
0.30

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Type  SingleA

0.180

0.170

0.160

AU

0.150

0.140

0.130

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Type  SingleA
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0.175

0.170

0.165

AU

0.145

0.140

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Type  SingleA

0.180

0.170

0.160

AU

0.150

0.140

0.130

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Type  SingleA
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0.170
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0.160

0.155

AU

0.150

0.145
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Type  SingleA

0.170

0.165

0.160

0.155

AU

0.150

0.145

0.140

0.135

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Type  SingleA
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0.180

0.170

0.160

AU

0.150

0.140

0.130

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Type  SingleA

0.22

AU

0.16

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Type  SingleA
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0.180

0.170

0.160

AU

0.150

0.140

0.130

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Track 11:
Type  SingleA

0.250

0.225

0.200

0.175

AU

0.150

0.125

0.100

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Type  SingleA
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0.160

0.155

0.150

0.145

AU

0.140

0.135

0.130

0.125

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Track 13:
Type  SingleA

0.170

0.160

0.150

AU

0.140

0.130

0.120

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Type  SingleA
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0.30
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Rf

Track 15:
Type  SingleA

0.150

0.145

0.140

AU

0.135

0.130

0.125

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

Derivatization 1 - dip:

[Executed " ]01-Jun-2019 16:44:42 visionCATSuser

Take image derivatized plate 1a - Visualizer (S/N: 230515):

[Executed " 01-Jun-2019 16:44:53 visionCATSuser
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Derivatized, RemTransVis
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RT White

HpDef-1
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Derivatized, Remission366

0.054 s
Disabled
Disabled
1.20, 1.11, 0.79

Exposure

Contrast

Normalized exposure
Clarify

White balance

R 366
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13-32

I1d: VIZphsQ

9.999 s
Disabled
Disabled
1.00, 1.00, 1.00

Normalized exposure
Clarify

White balance
Evaluation 1

Contrast

Exposure
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[Step Take image derivatized plate 1a
‘Concentration unit type  Mass / volume

Definition:

9-THC 100.000 pg/ml 100.00 %

CBD 100.000 pg/ml 100.00 %

CBN 100.000 pg/ml 100.00 %

CBG 100.000 pg/ml 100.00 %

CBC 100.000 pg/ml 100.00 %

THCV 100.000 pg/ml 100.00 %

CBDV 100.000 pg/ml 100.00 %

8-THC 100.000 pg/ml 100.00 %

THCA-A 100.000 pg/ml 100.00 %

CBDA 100.000 pg/ml 100.00 %

(@]
o]
o
>

100.000 pg/ml 100.00 %
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Samples:

Amount  Volume solution ~ Reference amount ~ Related to
MeOH blank 0.00 ml
Mixture 100 0.00 ml

Integration parameters:

Bounds ~ [0.000,1.000]

[Smoothing  Savitzky-Golay of order 3 and window 7

|Baseline correction  Lowest slope with noise 0.05

Profile subtraction ~~ None

IPeaks detection | Gauss (legacy) with sensitivity 0.1, separation 0.1 and threshold 0.1

Scan:

Wavelength " RT White

Track 1:

Type  Sample
VialID  MeOH blank
Description ~ MeOH Blank
Volume 2,004l

0.20

/ :
: . - M /\“ -
0.00

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0

Rf

--—-—--——-
1 0.041 0.0047 0.361 0.1412 41.15 0.566 0.0056 0.03606 86.25 No
2 0.842 0.0379 0.856 0.0593 17.28 0.867 0.0000 0.00101 2.41 No
3 0.903 0.0000 0.961 0.1426 41.56 0.999 0.0023 0.00475 11.35 No

Track 2:

Sample
Mixture 100
Mixture 500ng

Volume 5.0 4l
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0.40

5
0.30 : - 6
4 /\
> 0.20 X
< 123 J
9
/]
0.10 1 T 1 i
8
7
0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0

Rf

--—-—--——-

0.017 0.0017 0.091 0.1441 9.15 0.104 0.0997 0.00464 4.91 No
0.104 0.0997 0.124 0.1542 9.79 0.135 0.1382 0.00424 4.48 No
0.135 0.1382 0.149 0.1549 9.84 0.166 0.0561 0.00381 4.03 No
0.166 0.0561 0.381 0.2379 15.12 0.405 0.1621 0.02949 31.17 No
0.405 0.1621 0.443 0.3599 22.86 0.488 0.2547 0.02418 25.56 No
0.490 0.2544 0.515 0.2806 17.83 0.617 0.0120 0.02234 23.61 No
0.811 0.0281 0.838 0.0443 2.82 0.845 0.0341 0.00120 1.27 No
0.847 0.0341 0.860 0.0634 4.03 0.872 0.0000 0.00102 1.08 No
0.918 0.0000 0.972 0.1347 8.56 0.999 0.0034 0.00368 3.89 No

OVCoOoONOOTUPA,WNH

Track 3:

Type  Reference
Viallp  9-THC 100
Descripton  D9-THC 500ng
Volume 5.0 4l

0.30

0.20

0.15

AU

0.00

0.7 0.8 0.9 1.0
Rf
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--—-—--——-
1 0.466 0.0853 0.506 0.2356 56.82 0.548 0.0415 0.01308 78.61 Yes  9-THC

2 0.849 0.0313 0.863 0.0616 14.86 0.876 0.0000 0.00106 6.37 No
3 0.938 0.0000 0.979 0.1175 28.33 0.999 0.0047 0.00250 15.02 No

Track 4:

Reference
CBD 100
CBD 500ng

Volume 5.0 4l

0.25

2
<

3 .

\ :
0.6 0.7 0.8 0.9 1.0

Rf

--—-—--——-
1 0.490 0.0714 0.528 0.2103 57.80 0.569 0.0397 0.01120 80.58 Yes  CBD
2 0.854 0.0349 0.865 0.0603 16.57 0.880 0.0000 0.00102 7.33 No
3 0.956 0.0000 0.983 0.0932 25.62 0.999 0.0062 0.00168 12.10 No

Track 5:

Reference
CBN 100
CBN 500ng

Volume 5.0 4l
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0.35

AU

A 3
0.7 0.8 0.9 1.0
Rf
--—-—--——-
1 0.414 0.1493 0.445 0.3033 72.70 0.484 0.0783 0.01514 89.96 Yes  CBN

2 0.856 0.0359 0.869 0.0616 14.75 0.883 0.0000 0.00107 6.37 No
3 0.972 0.0000 0.990 0.0523 12.54 0.999 0.0104 0.00062 3.67 No

Track 6:

Reference
CBG 100
CBG 500ng

Volume 5.0 4l

0.30

AU

i

0.7 0.8 0.9 1.0
Rf

--—-—--——-
1 0.359 0.1704 0.385 0.2459 79.95 0.411 0.1453 0.01110 91.43 Yes  CBG
2 0.860 0.0383 0.874 0.0617 20.05 0.885 0.0000 0.00104 8.57 No
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Track 7:

Type  Reference
Vil ~ CBC100
Descripton ~ CBC 500ng
Volume 5.0 4l

AU

J

1.0
Rf

--—-—--——-
1 0.416 0.1603 0.443 0.2967 83.00 0.474 0.0970 0.01312 92.40 Yes  CBC
2 0.863 0.0363 0.876 0.0608 17.00 0.889 0.0000 0.00108 7.60 No

Track 8:

Reference
THCV 100
THCV 500ng
5.0 pl

AU

Rf
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--—-—--——-
1 0.428 0.1409 0.459 0.2670 81.19 0.495 0.0937 0.01390 92.45 Yes  THCV
2 0.865 0.0367 0.878 0.0619 18.81 0.894 0.0000 0.00114 7.55 No

Track 9:

Reference
CBDV 100
CBDV 500ng
5.0 pl

AU

)
0.6 0.7 0.8 0.9 1.0

Rf

--—-—--——-
1 0.440 0.1272 0.472 0.2438 80.26 0.508 0.0849 0.01296 92.78 Yes  CBDV
2 0.869 0.0346 0.883 0.0600 19.74 0.898 0.0000 0.00101 7.22 No

Track 10:

Reference
8-THC 100
D8-THC 500ng
5.0 pl
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0.25

1 0.523 0.0607 0.559 0.1987 76.87 0.597 0.0340 0.00985 89.54 Yes 8-THC
2 0.869 0.0344 0.887 0.0598 23.13 0.898 0.0000 0.00115 10.46 No

Track 11:

Reference

THCA-A 100
THCA-A 500ng
5.0 pl
0.20
0.15
o 0.10
2
0.05 | /\A/h |
0.00 AT f
0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0

Rf

--—-—--——-
1 0.111 0.0360 0.144 0.1535 73.62 0.162 0.0582 0.00517 83.36 Yes  THCA-A
2 0.872 0.0300 0.887 0.0550 26.38 0.903 0.0000 0.00103 16.64 No

Track 12:
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World Leader in Planar Chromatography

HpDef-1 visionCATS
Type  Reference
ViallD ~ CBDA 100
Description ~ CBDA 500ng
Volume 5.0
0.20
1 2
ah
0.15 1 T T /
o 0.10
<
/ ’
0.05
0.00 - /
0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

1 0.093 0.0321 0.122 0.1623 42.22 0.138 0.0451 0.00460 10.00 Yes CBDA
2 0.142 0.0408 0.374 0.1660 43.19 0.566 0.0089 0.04029 87.64 No
3 0.874 0.0267 0.892 0.0561 14.59 0.903 0.0000 0.00108 2.35 No

Track 13:

Reference
CBGA 100
CBGA 500ng

Volume 5.0 4l

0.20

0.15

o 0.10
<

0.05

0.7 0.8 0.9 1.0
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World Leader in Planar Chromatography
HpDef-1 visionCATS
--—-—--——-
1 0.067 0.0220 0.093 0.1634 75.43 0.108 0.0288 0.00408 79.74 Yes  CBGA
2 0.878 0.0258 0.894 0.0533 24.57 0.907 0.0000 0.00104 20.26 No

Track 14:

Sample
Mixture 100
Mixture 500ng
5.0 pl

0.40 - - i - 6
0.30 - f f - - -
5 \/] \
0.20 - 5, 34 - _\_/ \
0.10 - - - 1 8
: |
0.00 I

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Rf

AU
=

e W W™ WM TR MRS
--—-—--——-

0.001 0.0000 0.006 0.0142 0.99 0.012 0.0000 0.00010 0.11 No

0.021 0.0005 0.095 0.1487 10.40 0.106 0.1061 0.00443 4.88 No

0.108 0.1043 0.126 0.1572 11.00 0.137 0.1405 0.00403 4.44 No

0.140 0.1396 0.151 0.1542 10.79 0.169 0.0513 0.00350 3.85 No

0.169 0.0513 0.387 0.2436 17.04 0.412 0.1697 0.03020 33.26 No

0.414 0.1689 0.452 0.3729 26.08 0.497 0.2578 0.02505 27.58 No

0.499 0.2577 0.523 0.2840 19.86 0.624 0.0099 0.02245 24.72 No

0.880 0.0217 0.896 0.0549 3.84 0.912 0.0000 0.00105 1.16 No

ONOOUTRAR WNH

Track 15:

Type  Sample
VialID  MeOH blank
Description ~ MeOH Blank
Volume 2,004l
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World Leader in Planar Chromatography

HpDef-1 visionCATS
0.20

o 0.10
1
0.05
0.00 L
0.7 0.8 0.9 1.0

Rf

1 0.885 0.0305 0.901 0.0535 1990 4916 0.0000 0.00102 1900 o

0 0

Calibration results:

Height calibration for substance 8-THC @ RT W hite:

2.1x10°1
2.05x10°1
2x10°1 |
xX
2
<
1.95x1071
1.9x1071 ¢ 1 ! | I - Il calibration range
I References
I Samples
1.85x1071

499.9900  499.9925  499.9950  499.9975  500.0000  500.0025  500.0050  500.0075  500.0100
Quantity (ng)
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World Leader in Planar Chromatography

VisionCATS

HpDef-1
Regression mode  Linear-2
Range deviation ~ 5.00 %
Related substances ~ Default
Number of references 1

S 70z

Coefficient of variation  CV 0.00 %
Correlation coefficient ~ n/a
i Unable to compute the results for this substance because there wasn't eno

ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance 9-THC @ RT W hite:

2.5x1071
2.45x1071
2.4x1071
2
-1 . X
2.35x10
2.3x10°1 ¢ ! ! | I - Il calibration range
I References
Il Samples
2.25x10°1

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100

Quantity (ng)

Regression mode  Linear-2
Range deviation ~ 5.00 %
Related substances  Default
Number of references 1

S -0z

Coefficient of variation  CV 0.00 %
Correlation coefficient ~ n/a
i Unable to compute the results for this substance because there wasn't eno

ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance CBC @ RT White:
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World Leader in Planar Chromatography

HpDef-1 visionCATS
3.1x10°1
3.05x10°1
3x1071
2 x
2.95x10°1 |
2.9x10°1 Il Calibration range
I References
I samples
2.85x107!

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100
Quantity (ng)

Regression mode  Linear-2
Range deviation  5.00 %

Related substances  Default

Number of references 1

S -0z

Coefficient of variation ~ CV 0.00 %
Correlation coefficient ~ n/a
Unable to compute the results for this substance because there wasn't eno
& ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance CBD @ RT W hite:

2.25x107!
2.2x1071
2.15x107!
2
<
2.1x10°1 | b 4
2.05x10°1 Il Calibration range
I References
I samples
2x10°1

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100
Quantity (ng)
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World Leader in Planar Chromatography

VisionCATS

HpDef-1
Regression mode  Linear-2
Range deviation ~ 5.00 %
Related substances ~ Default
Number of references 1

S -0z

Coefficient of variation ~ CV 0.00 %
Correlation coefficient ~ n/a
Unable to compute the results for this substance because there wasn't eno
& ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance CBDA @ RT White:

1.75x10°1
1.7x10°1
1.65x1071
2 X
<
1.6x1071
1.55x1071 Il cCalibration range
I References
Il Samples
1.5x1071

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100
Quantity (ng)

Regression mode  Linear-2
Range deviation ~ 5.00 %

Related substances  Default

Number of references 1

S 70z

Coefficient of variation ~ CV 0.00 %
Correlation coefficient ~ n/a
Unable to compute the results for this substance because there wasn't eno
& ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance CBDV @ RT W hite:
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World Leader in Planar Chromatography

HpDef-1 visionCATS
2.55x1071
2.5x1071
2.45x10°1 |
x
2
<
2.4x1071
2.35x10°1 i . ] I I - Il calibration range
I References
I Samples
2.3x10°1

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100
Quantity (ng)

Regression mode  Linear-2
Range deviation ~ 5.00 %

Related substances  Default

Number of references 1

S -0z

Coefficient of variation ~ CV 0.00 %
Correlation coefficient ~ n/a
Unable to compute the results for this substance because there wasn't eno
& ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance CBG @ RT W hite:

2.6x10°1
2.55x1071
2.5x10°1
2
< x
2.45x10°1 ]
2.4x10°1 ¢ ! ] | I - Il calibration range
I References
I Samples
2.35x1071

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100
Quantity (ng)
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World Leader in Planar Chromatography

VisionCATS

HpDef-1
Regression mode  Linear-2
Range deviation ~ 5.00 %
Related substances ~ Default
Number of references 1

S 70z

Coefficient of variation ~ CV 0.00 %
Correlation coefficient ~ n/a
Unable to compute the results for this substance because there wasn't eno
& ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance CBGA @ RT White:

1.75x10°1
1.7x10°1
1.65x1071 I
x
D
<
1.6x1071
1.55x1071 Il cCalibration range
I References
Il Samples
1.5x1071

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100
Quantity (ng)

Regression mode  Linear-2
Range deviation ~ 5.00 %

Related substances ~ Default

Number of references 1

S 70z

Coefficient of variation ~ CV 0.00 %
Correlation coefficient ~ n/a
Unable to compute the results for this substance because there wasn't eno
& ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance CBN @ RT W hite:
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World Leader in Planar Chromatography

HpDef-1 visionCATS
3.15x10°1
3.1x1071
3.05x10°1
) x
<
3x1071
2.95x10°1 Il cCalibration range
I References
I Samples
2.9x10°1

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100
Quantity (ng)

Regression mode  Linear-2
Range deviation ~ 5.00 %

Related substances  Default

Number of references 1

S -0z

Coefficient of variation ~ CV 0.00 %
Correlation coefficient ~ n/a
Unable to compute the results for this substance because there wasn't eno
& ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance THCA-A @ RT White:

1.65x10°1
1.6x10°1
1.55x10°1
X
=)
<
1.5x10°1
1.45x1071 Il Calibration range
I References
I Samples
1.4x10°!

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100
Quantity (ng)
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World Leader in Planar Chromatography

VisionCATS

HpDef-1
Regression mode  Linear-2
Range deviation ~ 5.00 %
Related substances ~ Default
Number of references 1

G -0z

Coefficient of variation  CV 0.00 %
Correlation coefficient ~ n/a
i Unable to compute the results for this substance because there wasn't eno

ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)

Height calibration for substance THCV @ RT W hite:

2.8x1071
2.75x10°1
2.7x1071
2
< x
2.65x10°1 -
2.6x10°1 ¢ ! ! | I - Il calibration range
I References
I Samples
2.55x1071

499.9900 499.9925 499.9950 499.9975 500.0000 500.0025 500.0050 500.0075 500.0100

Quantity (ng)

Regression mode  Linear-2
Range deviation  5.00 %
Related substances  Default
Number of references 1

S y-0z

Coefficient of variation ~ CV 0.00 %
Correlation coefficient ~ n/a
i Unable to compute the results for this substance because there wasn't eno

ugh groups of references replicas (at least 1 for Linear-1, 2 for Linear2 and
Mime-1 and 3 for Polynomial and MiMe-2)
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World Leader in Planar Chromatography

Substance having no available results

/1\ cBDv
/1 THev
/1\ cBGA
/1\ cBDA
/1 9-THC
/1\ THCA-A
/1\ cep
/1\ cBG
/1 cBN
/1 8-THC
/1\ cBC

Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)
Unable to compute the results for this substance because there wasn't en
ough groups of references replicas (at least 1 for Linear-1, 2 for Linear2 a
nd Mime-1 and 3 for Polynomial and MiMe-2)

A track marked with &4 means: this result is outside the regression range given by the reference assignments, but is included in the
results because it is in the allowed range deviation.

Reviewer:
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